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In the title compound, C 14 H 15 NO, the seven-membered ring exhibits a slightly distorted twist-boat conformation. The pyrrole ring forms a dihedral angle of 1.44 (10) with the fused benzene ring. N-HÁ Á ÁO hydrogen bonds form a centrosymmetric dimer and weak C-HÁ Á Á interactions are also found in the crystal structure.
Related literature
For a related crystal structure, see: Sridharan et al. (2008) .
Experimental
Crystal data C 14 H 15 NO M r = 213.27 Monoclinic, P2 1 =n a = 9.6731 (4) Å b = 10.0924 (5) Å c = 11.8328 (6) Å = 103.397 (5) V = 1123.74 (10) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 295 K 0.55 Â 0.45 Â 0.26 mm
Data collection
Oxford Diffraction Gemini R diffractometer Absorption correction: multi-scan (CrysAlis RED; Oxford Diffraction, 2008) T min = 0.936, T max = 1.000 (expected range = 0.917-0.980) 9586 measured reflections 3772 independent reflections 2044 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.077 wR(F 2 ) = 0.253 S = 1.04 3772 reflections 150 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.57 e Å À3 Á min = À0.30 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; Ày; Àz; (ii) Àx þ 1; Ày; Àz; (iii) Àx þ 1 2 ; y À 1 2 ; Àz þ 1 2 . Cg1 is the centroid of the pyrrole ring and Cg2 is the centroid of the benzene ring.
Data collection: CrysAlis CCD (Oxford Diffraction, 2008); cell refinement: CrysAlis RED (Oxford Diffraction, 2008); data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: PLATON (Spek, 2009 -7,8,9,10-tetrahydrocyclohepta[b] indol-6(5H)-one M. Sridharan, K. J. Rajendra Prasad, A. Thomas Gunaseelan, A. Thiruvalluvar and R. J. Butcher
4-Methyl

Comment
The title compound has been analysed as part of our crystallographic studies on cyclohept [b] indoles and their substituted analogues. Sridharan et al.(2008) have reported the X-ray crystal sructure of the related compound, 7,8,9,10-tetrahydro-2methylcyclohepta[b]indol-6(5H)-one. In that paper, the seven-membered ring is stated to exhibit a slightly distorted envelope conformation.
In the title compound, C 14 H 15 NO (Fig. 1) , the seven-membered ring exhibits a slightly distorted twist-boat conformation.
The pyrrole ring forms a dihedral angle of 1.44 (10)° with the fused benzene ring.
N5-H5···O6(-x, -y, -z) hydrogen bonds form a centrosymmetric dimer. Furthermore, C10-H10A···π(1-x, -y, -z) and C14-H14C···π(1/2-x, -1/2+y, 1/2-z) interactions involving the pyrrole ring are present. Additionally, a C8-H8A···π(1-x, -y, -z) interaction involving the benzene ring are also found in the crystal structure.
Experimental
A solution of 2-(2-(1-methylphenyl)hydrazono)cycloheptanone (0.230 g, 0.001 mol) in a mixture of acetic acid (20 ml) and conc. hydrochloric acid (5 ml) was refluxed on an oil bath pre-heated to 398-403 K for 4 h. The reaction was monitored by TLC. After the completion of the reaction, the contents were cooled and poured into ice water with stirring. The separated brown solid was filtered and purified by passing through a column of silica gel and eluting with a petroleum ether-ethyl acetate (95:5 v/v) mixture to yield the title compound (0.140 g, 66%). This product was recrystallized using ethanol.
Refinement H5 attached to N5 was located in a difference Fourier map and refined isotropically; the final N-H distance was 0.94 (3) Å. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with C-H = 0.93, 0.96 and 0.97 Å for Csp 2 , methyl and methylene H atoms, respectively. U iso (H) = xU eq (C), where x = 1.5 for methyl H atoms and 1.2 for other C-bound H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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